A new 12-membered ring lactone, (3S),(6R)-6-hydroxylasiodiplodin (1), with two known analogues, (3R)-lasiodiplodin (2), and (3R),(5S)-5-hydroxylasiodiplodin (3) were isolated from the EtOH extracts of normal Apriona germari (Hope)-associated fungus Sarocladium kiliense grown in rice medium. The structures of compounds 1-3 were elucidated by a combination of spectroscopic data interpretation, single-crystal X-ray diffraction analysis, and modified Mosher's method.
Lasiodiplodin Analogues from the Endophytic Fungus Sarocladium kiliense
Fungi associated with insect hosts are a very promising source of bioactive small molecules with novel structures that confer benefits to hosts.
1,2) In the course of searching for potent natural products, a strain of Sarocladium kiliense was isolated from the gut of healthy Apriona germari (Hope) collected from the campus of Jiangsu Normal University, Jiangsu Province, China. The subsequent fractionation of the EtOH extracts of Sarocladium kiliense grown in rice medium by a combination of chromatographic methods led to the isolation of three lasiodiplodin analogues (12-membered ring lactones), (3S),(6R)-6-hydroxylasiodiplodin (1), (3R)-lasiodiplodin (2), and (3R),(5S)-5-hydroxylasiodiplodin (3) (Fig. 1) . Lasiodiplodin analogues, effectively inhibiting prostaglandin biosynthesis, 3) and possessing anti-leukemic, 4) antimicrobial, 5) and potato micro-tuber inducing activities, 6) were reported to be isolated from Lasiodiplodia theobromae, [6] [7] [8] Syncephalastrum racemosum, 9) and Euphorbia fidjiana. 10) In this study, we report the isolation and structure elucidation of three Lasiodiplodin analogues from Sarocladium kiliense. C-NMR spectra of 1 are similar to that of lasiodiplodin 6, 7) despite the presence of a oxhydryl at C-6 as evidenced by the downfield signals at δ= 70.5 ppm for C-6 and δ= 3.74 ppm for H-6. The planar structure of 1 was elucidated as 6-hydroxylasiodiplodin on the basis of NMR spectroscopic analyses, including 1 H-1 H correlation spectroscopy (COSY) and heteronuclear multiple-bond connectivity (HMBC) ( Table 1) .
Results and Discussion
The compound 1 was recrystallized from MeOH at 26°C, Unit cell constants and intensities of reflections were measured on a STOE Stadi-4 four-circle diffractometer (θ/2θ-scanning) using MoKα-radiation (graphite monochromator, λ= 0.71073 Å). The structure was solved by direct methods using SHELXS-97 programs, and refined using SHELXL-97 programs. Then the structure of compound 1 and the relative configuration of C-3, and C-6 were confirmed by X-ray diffraction analysis (CCDC 885500, Fig. 2) .
The absolute configuration at C-6 was determined by a modified Mosher's method, around the C-6 position were analyzed to determine the absolute configuration of this position, which was found to be R (Table 1, Fig. 3) .
The absolute configuration at C-3 was deduced from the relative configuration of C-3 with C-6 by the X-ray diffraction analysis. Thus, the structure of 1 was established as (3S),(6R)-6-hydroxylasiodiplodin.
What interests us in this study is that the absolute stereochemistry of C-3 in 1 was determined as S configuration rather than R configuration in all known natural lasiodiplodin analogues. 6, 9) Thus S configuration for C-3 in lasiodiplodin analogues also exist in nature.
X-Ray Structure Determination CCDC-885500 (1), and -885499 (2), contains the supplementary crystallographic data for this paper. These data can be obtained free of charge from the Cambridge Crystallographic Data Centre via http://www. ccdc.cam.ac.uk/data_request/cif.
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